Introduction
Dementia is a neuropsychiatric disease widespread in many countries that affects people in older age [1] . Early diagnosis helps in palliative care, mitigation, and prevention of disease progression. Accurate diagnosis of crucial factors that cause the disease is vital for timely treatment [2] . Several highdimensional pattern classification techniques have been built upon methods of computational anatomy, functional neuroimaging [3] , and neuropsychological analysis demonstrating that classifications of individuals, in contrast to group analysis, can be achieved with relatively high classification accuracy. Recently there has been a growing interest for highdimensional feature selection and classification methods that can combine information from the whole brain measurement [4] and neuropsychological data [5] to discriminate between individual subjects. Moreover another study indicates that not only older population but also men and women under the age of 50 are affected by dementia [6] . There are several studies that have proved the effective utilization of neuropsychological test data [7] [8] [9] for earlier diagnosis of dementia and for conversion from Mild Cognitive Impairment to Dementia.
The application of artificial intelligence techniques to cognitive measures provides enhanced feature specific analytic methods for neuropsychological data that has already been experimented for the diagnosis of dementia caused by Alzheimer's disease [10] . Automated classification of Dementia with PET images has been done with structural warping of neuroimaging data [11] . Klöppel et al. developed automated classification of Magnetic Resonance scans and compared the performance of computerized method with a radiologist in this area of research [12] . Larner has reviewed the importance of cognitive screening instruments and their accuracy in diagnosis of Dementia [13] . A diagnostic method 2 Computational and Mathematical Methods in Medicine was developed using neuropsychological test improved by multivariate analyses using PCA [7] . A research report comparing the conventional statistical classifiers and machine learning methods demonstrated the comparable improved performance of the machine learning methods [14] . A study by Quintana et al. provides evidence that Artificial Neural Networks can be a useful tool for the analysis of neuropsychological profiles related to clinical syndromes. Yu et al. developed a model of Support Vector Machine for prediction of common diseases in the case of occurrence of diabetes and prediabetes [15] . Hachesu et al. applied the Neural Networks, Decision Tree, and SVM to determine and predict the length of stay of cardiac patients [16] .
Kabir et al. presented a new feature selection (FS) algorithm based on the wrapper approach using Neural Networks [17] . The vital aspect of this algorithm is the automatic determination of Neural Network architectures during the feature selection process. Maldonado et al. have applied SVM for simultaneous feature selection and classification [18] . New approach for classification of microarray high-dimensional data has been evolved [19] . Chen et al. applied classification trees for larger datasets in Bioinformatics [20] . Calle et al. developed a new strategy for genome data profiling with Random forest [21] .
Several studies with multimodal data [22] have proven the classification efficiency of Random forest [14, 20, 21] . In a study for Differentiation of MCI from AD, Naïve Bayes, SVM, NN, and Decision Tree (DT) were used for feature selection and Naïve Bayes was used as the base classifier [23] . In that study, Naïve Bayes and DT gave better results when compared with SVM.
Relevance of This Study. Attribute selection performs a key role in building a good classifier which can efficiently delineate the patient records with absolute accuracy and efficiency. This study proposes an ensemble feature selection approach using J48 classifier with PSO search strategy and Merit Merge technique to do the following. [27] . Particle Swarm Optimisation (PSO) is a search technique that is a proven feature selection mechanism [28] . The capability of PSO is that it can search in a very large search space and find solutions quickly compared to other evolutionary search techniques like Genetic Algorithm. Optimisation of solution plays a great role in classification and clustering applications. PSO has been used not only for feature selection [29] ; it has been applied for the optimization of parameters in machine learning algorithms like SVM.
Feature Selection and Classification

Bagging.
Bagging follows a bootstrap method of data selection for classification. It uses classifiers of the same type. Bagging follows sampling with replacement procedure for selecting a set of data as input for a classifier. Since it has classifiers of the same type, majority vote across the ensemble formulates the final result. Boosting ensemble follows a sequential method where every classifier is formed based on the output and error of the previously constructed classifier [30] . Second classifier performs better than the first and the same for the consecutively constructed classifiers. Hence it takes more time for model construction and complexity increases. Moreover it results in overfitting of the given data. Ensemble classifier is a supervised learning model [31] that employs the concept of a group of multiple classifiers to improve classification accuracy. It combines many weak learners in order to generate a strong learning algorithm. The aim of applying ensemble method is to overcome the risk of overfitting by individual classifier. [32] . In terms of theory the SVMs are well founded and proved to be very efficient in classification tasks. The advantages of such classifiers are that they are independent of the dimensionality of the feature space and that the results obtained are very accurate, although the training time is very high. Support Vector Machines are feed-forward networks with a single layer of nonlinear units. Their design has good generalization performance as an objective and follows for that reason the principle of structural risk minimization that is rooted in VC dimension theory.
The training points, for which the equality of the separating plane is satisfied, that is,
those which wind up lying on one of the hyperplane 1 , 2 , and whose removal would change the solution found, are called Support Vectors (SVs). This algorithm is firmly grounded in the framework of statistical learning theory, Vapnik-Chervonenkis (VC) theory, which improves the generalization ability of learning machines to unseen data. In the last few years Support Vector Machines have shown excellent performance in many real-world applications including object recognition, face detection, and dementia diagnosis in images. [33] are a method of building a forest of uncorrelated trees with randomized node optimization and bagging. Out of bag errors is used as an estimate of the generalization error. Random forest (RF) is used to measure variable importance through permutation [34] . The general technique of bootstrap aggregation is applied in the training algorithm. In Random forest implementation only the number of trees in the forest and the number of attributes for prediction need to be defined [35] .
C4.5. C4.5 algorithm is used to generate a Decision
Tree that can be used for classification problems [36] . Decision Tree is built using the entropy value obtained from the given data. C4.5 uses binary split or multivalued split in selection of attributes. Performance of the algorithm varies with cross validation and train-test method. The average accuracy across several folds should be taken as the evaluation measure. As with all other classifiers, precision and recall increases with more records in the training dataset. J48 is the Java implementation of C4.5 in Weka tool. C4.5 is an improvement of the ID3 algorithm and is capable of handling both discrete and continuous values. Another advantage is that fields with missing values need not be imputed with any values. Rather that field will not be used for calculation of entropy and information gain.
Naïve Bayes.
Naïve Bayes classifier is a statistical technique [37] that is applied for classification in data mining problems. It is based on probabilistic outcomes of a given data. It is a supervised learning technique and hence prior knowledge can be incorporated in its learning process. Hence it is well suited for medical diagnostics where the knowledge of the domain expert can be incorporated in prior in order to achieve higher performance.
Experimental Design
The reason for selection for C4.5 classifier is that it provides better accuracy when compared with Random forest, Naïve Bayes, and Support Vector Machine in multiclass classification problems. Ensemble feature selection is done with C4.5, SVM, RF, and NB followed by classification with C4.5. AdaBoost has the disadvantage of overfitting and the model construction involved more time and complexity. Hence bagging approach is selected for the multiclass dataset classification. Table 1 shows the details of data sets used in the study. [38] . Expectation maximization (EM) algorithm was used to impute the missing data in a study [39] . EM has already been applied in the analysis of Alzheimer's data and found to be more effective than multiple imputation methods [40] . Attributes with more than 40% missing data were removed from the attribute set to avoid misclassification and bias.
Ensemble Feature Selection.
There are 3 phases in the proposed Merit Merge feature selection technique. Base classifier to be applied for feature selection is determined in Phase I by comparing the classifiers reported in the literature with the ensemble classifiers. After the identification of base classifier, PSO search is coupled with ensemble classifiers to identify feature sets with higher merit. The ensemble model is trained and tested with feature set to obtain the optimal subset that can be used for the multinomial classification.
Phase I. This phase determines the base classifier that can be used for modelling the ensemble classification model. Clinical dementia ratio is a key attribute in the discrimination of NL, MCI, and AD. Hence that key attribute is removed and the performance of classifiers is compared. It was noted in the previous study that classification by NB outperformed SVM. Hence those classifiers are compared with C4.5 in the classification of our multiclass problem. Figure 1 shows the steps in the selection of base classifier. Data set containing both neuropsychological test data and neuroimaging measures with 870 instances was classified by NB, RF, SVM, and C4.5 decision tree. Data set without clinical dementia ratio attribute is again classified with the four classifiers. This is done to evaluate the sensitivity of the classifier even in the absence of relevant attributes. Since C4.5 decision tree classifier outperformed the other classifiers used in the multiclass classification, ensemble approach with PSO search is proposed and tested in this work. Naïve Bayes provided a better accuracy compared to RF and SVM. Ensemble feature selection is performed with C4.5 tree having binary split and pruning with minimum description length technique. Random forest ensemble is implemented with 100 to 1000 trees. Out of bag error reduced and remained constant with 600 and more number of trees. Support vector machine is implemented with LIBSVM. The Radial Basis Function (RBF) kernel was used for classification. RBF kernel showed higher accuracy than other kernels. Kernel parameters C and values are optimized with grid search. Given pair of values , , RBF kernel to find the separating hyperplane is defined as follows:
It was observed that the sensitivity of J48 for each class was higher, compared to NB, SVM, and RF. Hence J48 is selected as the base classifier for feature selection and classification. J48 is the base ensemble classifier used in CPEMM.
Phase II. An overview of the steps in Phases II and III is presented in Figure 2 . Ensemble feature selection is performed with C4.5 having binary split and pruning. Number of iterations in PSO search done is experimented in the range 60-100. Feature subsets were reduced in size as the number of iterations increased. With smaller number of iterations, ensemble search selected subsets with more features. As the iterations increased to find the best optimal solution, PSO resulted in generating subsets with lesser number of features. PSO search combined with NB, RF, and C4.5 ensembles generated the feature subsets. Feature subsets were sorted based on merit given by the search technique. It was observed that C4.5 ensemble selected the optimum subsets with Particle Swarm Optimisation with minimum number of iterations compared with NB and RF. RF ensemble returned good subsets in 2-class dataset. Binary split at node implemented in C4.5 selected relevant features with minimum iterations. CPEMM technique is presented as an Algorithm 1 following the overview of Phases II and III in Figure 2 .
Phase III. For each classifier, subset with the highest merit is considered for evaluation by the base classifier C4.5 and the accuracy is stored for further comparison. is increased to get a minimal feature subset for evaluation. One limitation is that if the increase in iterations did not return reduced subset, this case should be probed further for enhancing feature selection.
Case 3.
If there is a successive subset with much lower merit, the search for subset is terminated.
5-fold cross validation ensured that all the instances are used in the model development [41] . Alternate records are left out and trained with remaining records in every consecutive execution of the loop. Ensemble classifiers which are implemented in Weka tool is run in Pentium processor with 2.53 Ghz speed, 4 GB RAM, and 64 bit operating system. Statistical analysis of feature selection methods and performance of classifiers were implemented in .
Results
The results are evaluated based on the performance of the classifier by feeding the different sets of feature set selected by (i) C4.5, NB, and RF coupled with PSO, (ii) features selected by the CPEMM approach.
Accuracy, precision and recall of the classifier is evaluated with four datasets listed in Table 3 . 
Receiver optimistic curves (ROC) are used to analyse the prediction capability of machine learning techniques used for classification and clustering [42] . ROC analysis is a graphical representation comparing the True Positive rate and False Positive rate in classification results. Area under the curve (AUC) characterizes the ROC of a classifier. The larger the value of AUC is, the more effective the performance the classifier will be. Press' test was used to evaluate the statistical significance of the difference in accuracy yielded by the classifiers. Given " " samples, " " correct classification, and " " groups, test statistic was evaluated as follows:
Naïve Bayes, C4.5 Decision Tree, Random forest, and SVM yielded statistically significant accuracy. It was found that feature selection by CPEMM considerably increased the percentage of records that were correctly classified. C4.5 classifier combined with CPEMM methodology provided the highest statistically significant difference in performance when compared with PSO and the conventional ensemble based feature selection technique as shown in Computational and Mathematical Methods in Medicine With C4.5 as base classifier, features selected by PSO in combination with NB, SVM, C4.5, and RF ensemble are listed in Table 3 . CPEMM method is applied to merge subsets based on merit. The resultant subsets from each dataset are evaluated with C4.5 classifier. The accuracy obtained for each class (NL, AD, and MCI) is evaluated in each dataset. Sensitivity of classifier to the multiclass classification using the CPEMM approach is tabulated in Table 4 .
CPEMM was applied to the feature sets obtained by NB, C4.5, and RF since the sensitivity of the SVM classifier was very low compared with other classifiers. The nonlinear RBF kernel was the best fitting kernel with SVM. Yet the accuracy obtained was below 70%. Hence the CPEMM strategy is applied and tested with NB, C4.5, and RF.
The discriminating efficiency of J48 with respect to the three classes Normal, Dementia, and Mild Cognitive Impairment is evaluated. Classification of Normal class had higher sensitivity, compared to the delineation of Mild Cognitive Impairment and Dementia. The results are given in Table 4 . Ensemble feature selection returned list of subsets with higher merit. CPEMM technique merged and evaluated the accuracy of successive subsets with higher merits. Efficiency of the classifier with features selected using CPEMM and the features selected with conventional ensemble feature selection is given as a comparison through ROC analysis in Figure 4 . ROC area that is obtained with the four datasets is plotted in the graph. ROC of individual ensemble feature selection is plotted with ROC obtained with CPEMM. Table 5 
Conclusion
C4.5 classifier provided better accuracy and sensitivity in multiclass classification of Alzheimer's Dementia. Ensemble of C4.5 classifier selected best fit subset for the evaluation of the three different classes with the highest Recall value 98.7 for the class MCI. It was evident that features selected by the C4.5 algorithm further increased the performance of Random forest and Naïve Bayes classifier also. The proposed ensemble with PSO search selected the minimal subset that is needed for the discrimination of diseases. Merit Merge approach further enhanced the feature selection by identifying the effective consolidated subset that could be used for the clinical diagnosis of dementia and Mild Cognitive Impairment that will lead to dementia. Our work also confirmed the fact that performance of SVM in the delineation of Mild Cognitive Impairment and Dementia is very low compared to Random forest, Naïve Bayes, and C4.5 algorithm as mentioned by Williams et al. [23] . Although the performance of Random forest was comparable to C4.5 and NB in the discrimination of 2-class data, accuracy of approximately 75% was provided for the 3-class problem. CPEMM was able to predict the relevant features for all datasets especially the CIDS. The proposed split and merge ensemble approach can be applied for any 3-class classification problem. It can be extended for the classification of high-dimensional datasets like microarray data also with preliminary feature reduction.
Classification with NB for discrimination of Dementia and MCI by previous study resulted in accuracy of around 80% and sensitivity of approximately 70% [14, 23] . Our CPEMM based on Bagging ensemble of J48 with Merit Merge technique yielded higher accuracy of 98.7% in train and test method [43] . Bagging approach with learning from more than one classifier found the minimal subset for effective diagnostics. Merit Merge approach found highly relevant, all possible subsets that contribute towards the multiclass classification. Proposed approach yielded a statistically significant difference with a mean area under the curve of approximately 0.977 in the multivariate classification of Dementia.
Bagging ensemble models provide a promising, error free, statistically significant machine learning method for disease diagnosis. The proposed methodology can be for applied disease state prediction even with class imbalanced datasets.
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